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<400> 1 
gcggccgcga 


gctctaatac 


gactcactat 


agggcgtcga 


ctcgatcaat 


qqaaqatqaq 

3 3 3 *■ 3 3 


60 


gcattgccga 


agaaaagatt 


aatggatttg 


aacacacagc 


aacagaaact 


acatgaagtg 


120 


aaacacagga 


aaaaaaagat 


aaagaaacga 


aaagaaaagg 


qcatcaqtqa 


qcttcaqcaq 

7 7 w **3 


180 


aagttccatc 


ggccttacat 


atgtgtaagc 


agaggccctg 


taqqaqcaqa 


qqcaqqqqqa 


240 


aaatacttta 


agaaataatg 


tctaaaagtt 


tttcaaatat 


gaggaaaaac 


ataaaaccac 


300 


agatccaaga 


agctcaacaa 


aacaaagcac 


aagaaacagg 


aagaaattaa 


aagttatatc 


360 


acagtcaaat 


tgctgaaaac 


cagcaacaaa gagaatatct 


taagagtatc 


aqaqqaaaaq 


420 


agattaatga 


caggccaaga 


aacaatgaaa 


acaatacaga 


tttcttgtag 


gaaacacaag 


480 


acaaaagaca 


ttttttaaaa 


ccaaaaggaa 


aaaaaatgct 


acattaaaat 


attttttacc 


540 


cactgaaagt 


atatttcaaa 


acatatttta 


ggccaggctt 


QQtQQCtC^C 

7 7 *" 7 7 v_ v_ u v_ 


arrtataatr 

d v. v_ lm unci L. V. 


600 


ccagcacttt 


qqqaqqccaa 


ggtgggtgga 


tcgcttaagg 


tcaaaaattc 


aaaaccaacc 


660 


tggccaatat 


agcgaaaccc 


catctgtact 


aaaaacacaa 


aaattaacta 


aototaataa 
yy L y *-yy »-y a 


720 


cacatgcctg 


taatcccagg 


tactcaggag 


gctaaggcag 


qaoaattoct 


taaactaaaa 


780 


ggcaqagqtq 

77 7 373 3 


gtgagccaag 


attgcaccag 


tgcactccag 


ccttggtgac 


aaaataaaac 


840 


tccatctcaa 


aaacaaacaa 


acaaaataca 


tatacataaa 


tatatataca 


catatatata 


900 


catatataaa 


tatatataca 


catatataaa 


tctatataca 


tatatacata 


tatacacata 


960 


tataaatcta 


tatacatata 


tatacatata 


taatatattt 


acatatataa 


atatatacat 


1020 


atataaatat 


acatatataa 


atacatatat 


aaatatacat 


atataaatat 


acatatataa 


1080 


atatacatat 


ataaatatat 


acatatataa 


atatacatat 


ataaatatat 


atacatatat 


1140 


aaatatataa 


atatacaagt 


atatacaaat 


atatacatat 


ataaatgtat 


atacgtatat 


1200 


aLdldCalaL 


^"♦"3 "1 "t~ "i +" 

aLdddld LdL 


aaaaaaactt 


ttggctgggc 


acctttccaa 


atctcatggc 


1260 


acatataagt 


ctcatggtaa 


cctcaaataa 


aaaaacatat 


aacagataca 


ccaaaaataa 


1320 


aaaccaataa 


attaaatcat 


gccaccagaa 


gaaattacct 


tcactaaaag 


gaacacagga 


1380 


aggaaagaaa 


gaaggaagag 


aagaccatga 


aacaaccaga 


aaacaaacaa 


caaaacagca 


1440 


ggagtaattc 


ctgacttatc 


aataataatg 


ctgggtgtaa 


atggactaaa 


ctctccaatc 


1500 


aaaagacata 


gagtggctga 


atggacgaaa aaaacaagac 


tcaataatct 


gttgcctaca 


1560 


agaatatact 


tcacctataa 


agggacacat 


agactgaaaa 


taaaaggaag 


gaaaaatatt 


1620 


ctatgcaaat 


ggaaaccaaa 


aaaagaacag 


aactagctac 


acttatatca 


gacaaaatag 


1680 
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atttcaagac 


aaaaagtaca 


aaaagagaca 


aagtaattat 


ataataataa 


agcaaaaaga 


1740 


tataacaatt 


gtgaatttat 


atgcgcccaa 


cactgggaca 


cccagatata 


tacagcaaat 


1800 


attattagaa 


ctaaggagag 

ZJ ZJ Zf Zf 


agagagatcc 


ccatacaata 


atagctggag 


acttcacccc 


1860 


gcttttagca 


ttggacagat 


catccagaca 


gaaaatcaac 


caaaaaattg 


gacttaatct 


1920 


ataatataga 


acaaatgtac 


ctaattgatg 


tttacaagac 


atttcatcca 


qtaattacaa 


1980 


aatatgcatt 


ttttcctcag 


catatggatc 


attctcaagg 


atagaccata 


tattaggcca 


2040 


cagaacaagc 


cattaaaaat 


tcaaaaaaat 


tgagccaggc 


atgatggctt 


atgcttgtaa 


2100 


ttacagcact 


ttqqqqaqqq 

ZfZJZfZJ zjZJ^y 


tqaqqtqqqa 

ZJ ZfZf ZiZtZf 


ggatgtcttg 


agtacaggag 


tttgagacca 


2160 


gcctgggcaa 

ZJ Zf Zf Zf *~ *~ 


aatagtgaga 


ccctgtctct 


acaaactttt 


ttttttaatt 


aqccaqqcat 


2220 


agtggtgtgt 

Zf Zf ZJ Zf ZJ 


gcctgtagtc 


ccagctactt 


aggaggctga 


aqtqqqaqqa 


tcacttgagc 


2280 


ccaagagttc 


aaggctacgg 


tgagccatga 


ttgcaacacc 


acacaccagc 


cttggtgaca 


2340 


gaatgagacc 


ctgtctcaaa 


aaaaaaaaaa 


aaaattgaaa 


taatataaag 


catcttctct 


2400 


ggccacagtg 

Zf Zf Zf Zf 


gaacaaaacc 


agaaatcaac 


aacaagagga 


attttgaaaa 


ctatacaaac 


2460 


acatgaaaat 


taaacaatat 


acttctgaat 


aaccagtgag 


tcaatgaaga 


aattaaaaag 


2520 


gaaattgaaa 

Zf ZJ 


aatttattta 


agcaaatgat 


aacggaaaca 


taacctctca 


aaacccacgg 


2580 


tatacagcaa 


aagcagtgct 


aagaaggaag 


tttatagcta 


taagcagcta 


catcaaaaaa 


2640 


gtagaaaagc 


caggcgcagt 


ggctcatgcc 


tgtaatccca 


gcactttggg 


aggccaaggc 


2700 


qqqcaqatcq 

ZJ ZJ Zj Zj ZJ 


cctgaggtca 


qqaqttcqaq 


accagcctga 


ccaacacaga 


aaaaccttat 


2760 


cgctactaaa 


aatacaaaat 


tagctgggca 


tggtggcaca 


tacctataat 


cccaactact 


2820 


cggqagqctg 

ZJZJZJ ZJZJ^' *• ZJ 


aggcaggata 


accgcttgaa 


cccaggaggt 


qqaqqttacq 


ataaaccaaa 

z) tyayv.v.yyy 


2880 


attgcgccat 


tggactccag 


cctgggtaac 


aagagtgaaa 


ccctgtctca 


agaaaaaaaa 


2940 


aaaagtagaa 


aaacttaaaa 


atacaaccta 


atgatgcacc 


ttaaagaact 


agaaaagcaa 


3000 


gagcaaacta 


aacctaaaat 


tggtaaaaga 


aaagaaataa 


taaagatcag 


aacaaaaata 


3060 


aatgaaactg 


aaagataaca 


atacaaaaga 


tcaacaaaat 


taaaagttgg 


ttttttqaaa 


3120 


agataaacaa 


aattgacaaa 


cctttgccca 


gactaagaaa 


aaaggaaaga 


aaacctaaat 


3180 


aaataaagtc 


agagatgaaa 


aaagagacat 


tacaactgat 


accacagaaa 


ttcaaaggat 


3240 


cactagaggc 


tactatgagc 


aactgtacac 


taataaattg 


aaaaacctag 


aaaaaataga 


3300 


LdddL LCC La 


r% ~\ -4- /1 —\ -4- 

gdugcdLdca 


acc Ldccaag 


attgaacca t 


gaagaaatcc 


aaagcccaaa 


iioO 


cagaccaata 


acaataatgg 


gattaaagcc 


ataataaaaa 


gtctcctagc 


aaagagaagc 


3420 


ccaggaccca 


atggcttccc 


tgctggattt 


taccaatcat 


ttaaagaaga 


atgaattcca 


3480 


atcctactca 


aactattctg 


aaaaatagag 


gaaagaatac 
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attctacatg 


3540 
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gccagtatta 


ccctgattcc 


aaaaccagac 


aaaaacacat 


caaaaacaaa 


caaacaaaaa 


3600 


aacagaaaga 


aagaaaacta 


caggccaata tccctgatga 


atactgatac 


aaaaatcctc 


3660 


aacaaaacac 


tagcaaacca 


aattaaacaa 


caccttcgaa 


agatcattca 


ttgtgatcaa 


3720 


gtgggattta 


ttccagggat 


ggaaggatgg 


ttcaacatat 


gcaaatcaat 


caatgtgata 


3780 


catcatccca 


acaaaatgaa 


gtacaaaaac 


tatatgatta 


tttcacttta 


tgcagaaaaa 


3840 


gcatttgata 


aaattctgca 


cccttcatga taaaaaccct 


caaaaaacca 


ggtatacaag 


3900 


aaacatacag 


gccaggcaca 


gtggctcaca 


cctgcgatcc 


cagcactctg 


ggaggccaag 


3960 


gtgggatgat 


tgcttgggcc 


caggagtttg 


agactagcct 


gggcaacaaa 


atgagacctg 


4020 


gtctacaaaa 


aactttttta 


aaaaattagc 


caggcatgat 


ggcatatgcc 


tgtagtccca 


4080 


gctagtctgg 


aggctgaggt 


gggagaatca 


cttaagccta 


ggaggtcgag 


gctgcagtga 


4140 


gccatgaaca 


tgtcactgta 


ctccagccta 


gacaacagaa 


caagacccca 


ctgaataaga 


4200 


agaaggagaa 


ggagaaggga 


gaaaggaggg 


agaagggagg 


aggaggagaa 


ggaggaggtg 


4260 


gaggagaagt 


ggaaggggaa 


ggggaaggga 


aagaggaaga 


agaagaaaca 


tatttcaaca 


4320 


taataaaagc 


cctatatgac 


agaccgaggt 


agtattatga 


ggaaaaactg 


aaagcctttc 


4380 


ctctaagatc 


tggaaaatga 


caagggccca 


ctttcaccac 


tgtgattcaa 


catagtacta 


4440 


gaagtcctag 


ctagagcaat 


cagataagag 


aaagaaataa 


aaggcatcca 


aactggaaag 


4500 


gaagaagtca 


aattatcctg 


tttgcagatg 


atatgatctt 


atatctggaa 


aagacttaag 


4560 


acaccactaa 


aaaactatta 


gagctgaaat 


ttggtacagc 


aggatacaaa 


atcaatgtac 


4620 


aaaaatcagt 


agtatttcta 


tattccaaca 


gcaaacaatc 


tgaaaaagaa 


accaaaaaag 


4680 


cagctacaaa 


taaaattaaa 


cagctaggaa 


ttaaccaaag 


aagtgaaaga 


tctctacaat 


4740 


gaaaactata 


aaatattgat 


aaaagaaatt 


gaagagggca 


caaaaaaaga 


aaagatattc 


4800 


catgttcata 


gattggaaga 


ataaatactg 


ttaaaatgtc 


catactaccc 


aaagcaattt 


4860 


acaaattcaa 


tgcaatccct 


attaaaatac 


taatgacgtt 


cttcacagaa 


atagaagaaa 


4920 


caattctaag 


atttgtacag 


aaccacaaaa 


gacccagaat 


agccaaagct 


atcctgacca 


4980 


aaaagaacaa 


aactggaagc 


atcacattac 


ctgacttcaa 


attatactac 


aaagctatag 


5040 


taacccaaac 


tacatggtac 


tggcataaaa acagatgaga 


catggaccag 


aggaacagaa 


5100 


tagagaatcc 


agaaacaaat 


ccatgcatct 


acagtgaact 


catttttgac 


aaaggtgcca 


5160 


agaacatact 


ttggggaaaa 


gataatctct 


tcaataaatg 


gtgctggagg 


aactggatat 


5220 


cca ra tgcaa 


aataacaata 


ctagaactct 


gtctctcacc 


atatacaaaa 


gcaaatcaaa 


5280 


atggatgaaa 


ggcttaaatc 


taaaacctca 


aactttgcaa 


ctactaaaag 


aaaacaccgg 


5340 


agaaactctc 


caggacattg 


gagtgggcaa 


agacttcttg 


agtaattccc 


tgcaggcaca 


5400 


ggcaaccaaa 


gcaaaaacag 


acaaatggga tcatatcaag 
Page 
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tctgcccagc 


5460 
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aaaggaaaca 


atcaacaaag 


aaaaaaaaca 

LA LA LA LA LA LA V4 LA V*. LA 


acccacaaaa 

LA L^ V- L— LA L— LA \A LA LA 


taaaaaaata 

W LA LA LA LA LA LA LA L- LA 


tatttacaaa 

V- LA L» L- L- LA LA LA LA 


5520 


ctattcatct 


aacaaggaat 


taataaccaa 

W LA LA W LA LA V* L— LA LA 


tatatataaa 

^ LA L> LA w LA L- LA LA LA 


aaactcaaac 

LA LA LAV* w V- LA LA LA V* 


tactctataa 

L- LA V* L- V- L. LA W LA LA 


5580 


oaaaaacacc 

LA, WW V4 *A X* V» 


taataaacta 

LA LA L. d LA V— L- 


attttcaaaa 

LA \_ L_ 1^ L. V» LA LA LA LA 


ataaocaaaa 

U kUUM v»uuuu 


aatctaaata 

yu lv. uyyy lu 


aacatttctc 

y U V-U L L LL LL 


5640 


aaaataaatc 

LA LA LA LA WWM V_ w 


atacaaataa 

LA Lb la v_ la la la w la na 


caaacaaaca 

nun v- uy y l u 


tctaaaaata 

tv. Ly uuuu v» y 


tactcaacac 

L y V_ LLUULUL 


cactaatcal: 

LUL Lya L L U L 


5700 


caoaaaaata 

\> UW U y UUU V. y 


caaatcaaaa 

v- u u u iv»auciu 


ctactataaa 

v» l u l La uy ay 


uy u l. v_ u L v. 


arrrraatta 

aLL^Luy L LU 


aaataart Tf 

aaa Lyy l l l l 


5760 


tattcaaaaa 

L- LA L- t VUUUUM 


acaaacaata 

LA L^, LA LA \M L^. LA LA L> LA 


acaaatacca 

LA L— LA LA LA L» LA L— L— LA 


ataaaaatat' 

y v y uy y u l y l 


aaataaaaaa 

yy u Luuuuyy 


aaacccttaa 

uuulll l Lyy 


5820 


acactgttgg 


tooaaa tooa 

L yyy wu ^yy u 


aat tactacc 

LA LA L. Lp- LA V* \m LA V* 


actataaaoa 

LA L— L. LA L. LJ \A LA L4 LA 


acaatttaaa 

uwuy l l Lyuu 


aattcctcaa 

Uy L L L L L LUU 


5880 


aaaactaaaa 


ataaagctac 


catacagcaa 


tcccattact 

L* V* V* V* LA W L. \A L-. L. 


aaatatatac 

LA LA LA L> LA L> LA L> LA ^ 


tccaaaaaaa 

L L L uu. uu uu y 


5940 


ggaatcagtg 


tatcaacaaa 

L. LA V_ V- LA LA V— LA LA LA 


ctatctccac 

V* L. LA L> V* L_ \— L» LA V_ 


tcccacattt 

L. W\.V« U V. U L L L 


actacaacac 


Ly l llu l ay l 


6000 


aaccaaaatt 

LA ^A ^— LA LA ^A V W 


taaaaacaac 

L- LA LA LA LA V— LA LA L« 


ctcaatatcc 

V* L> L-» LA LA \_ LA L. N. L— 


atcaacaaac 

u w v. u. u uy u v. 


aaatooaaaa 

yuu Lyyuuuu 


aaaaaatata 

uy uuuu Ly Ly 


6060 


atacacatac 


acaataaaat: 

uvuu\.Myuy v_ 


actacacaac 


cataaaaaaa 

V— u Luuuuuuy 


aataaoatcc 

uu Ly uy u LLL 


l y l l ay l l y l 


6120 


aacagcatgg 


aaaacactaa 
yyyy^ 0 ^ L yy 


"tcaatatatt 

L- L_ LA LA L. LA L- LA l- L* 


aaataaaata 

uuy Lyuuu v_u 


aaccaaocac 


aoaaaoaraa 

uy u a u y a l a a 


6180 


acttttcata 

V* L L L L L \- U L \4 


ttctccctta 

L LV» L LU 


v_ l l y L yy y a y 


raaaaal"l"aa 

V- U Cl U U U L. l_UU 


aaraa*t"t"nar 

auLaa l Lyav. 


a1"afiaaal"3ri 

a Lay aaa Lay 




aaaaaaataa 


taattctaaa 

L. LA LA L. L- V— L* LA LA LA 


yyyy •-yyyyy 


acaaoot'oac 


taaaatcaar 

Luy uy l v_ u u l- 


aat*aa1"1"l"al" 

U U L U U L L LU L 


6300 


tgtatgtttt 


aaaataacta 

LA LA LA LA W LA LA L»* L. LA 


aaaoaatata 


attaaattat: 

u LLyyyLLyw 


ttataacaca 

L l y L U U V- u v_ u 


aaoaaaaoat: 

uuyuuuyyu l 


6360 

LI J \J \J 


aaatacttaa 

LA LA LA L- L4 V<- L» V_ LA LA 


aaataacaaa 

LAM M UVjUL,tluU 


t"accccat"l"T 


ULLL Ly u l y L 


oal"l"al"Tara 

yu L L U L L Cl V_ U 


La l Ly l a Ly l 


6420 

LI" C \J 


c tatatcaaa 

^— L» LA w LA v. V* LA LA LA 


atatctcata 

LA L_ LA L. V— L- L_ LA L- \A 


taTactataa 


al"a1"aaarrr 

U LU LUUUV>V»\v 


TarTal"at"t*a 

LUL Lu Lu L Lu 


a aa a l l a a a a 


6480 


"tizttaataac 

V- V- ^- v. UU LUvjV. 


caaaracaal" 
yy yy 


QQCtCatQtC 
yy v, l v_u *- y 


rataatrrra 

V_ U L UU LLLLO 


nrartf tfinn 

y l.ul l l l y y y 


ayyLLyayyL 


6S40 


aataaatxac 


V— Ly ay y Lvuy 


oaal"l"l"aaaa 

y uy i. l i_y acici 


l, V-Ciy l l. Lyy L 


LaLLCi Lya i_y 


uuulll Ly Ll 


fifiOO 
uol/u 


tctactaaaa 

W V* w LA \m» L. LA LA LA LA 


atacaaaaat 

U LUL>UUUUU L. 


taaccaaaca 

V— uy v_ v_ uy y v» y 


"taataacaca 

Lyy LyyLuLu 


lull Ly Luy l 


rrraartart 

L L L a a L LUL L 


6660 


caaaaaacta 


aaacaaaaaa 

LA LA LA V_. LA LA LA LA LA LA 


attacttaaa 

u v_ v. y v. \- *- y uu 


cctaaaaaac 

v- v_ LyyyuyyL. 


yy ay y l Ly l u 


ataaarroao 

y LyayLLyay 


6720 


atcatgccac 


tacactacaa 

L- ^-4 ^— LA L_ w LA VL*M 


cctaaataac 

L^» L_ \_ LA LA LA L* LA LA V* 


aaaocaaoac 

u y vi y uu y u \* 


tcca"tcl"caa 

LLV.U LV> Lv,UO 


aacaaaaara 

aaLaaaaaLa 


6780 

\J 1 L> \J 


aaaaaaagaa 


aattaaaatt 

LA LA L> L- LA LA LA LA L* W 


ataattttta 

y w uu i- i- l \- u 


Ly LULV»y LU L 


aaa*tal"aT ar 

aaa l a l a l a l. 


t" cT a rl~a T a 1" 

LL LUL L a La L 


6840 


"taoaaottaa 

Luyuay v. lqu 


aaattaaaar 


aal"1"al"aaaa 

a a i_ La x^clclclcl 


y y luu l LaoL 


V.uL L Lad Ll L 


auaa Laayaa 




caatatatat 

V» UU V. y ^ U L y L 


yyyy v. l l l m 


ocTTcT aaao 


aant"aaaaal" 

uuy Luuuciy l 


l a Lyy L.LuL.y 


atfinranaaa 

a LyyLayaaa 


6Q60 

UZ7 UL/ 


tOtaaOOaOO 

*-y L y a yy a yy 


aaacaa'TQaa 

y v_uy z) y 


uy l. Lav. v. y i_ i_ 


y L i>QyQv>y l l 


L> a L U V_ LL LL, L 


y l aay l y u l l 


/ \j t-\j 


taattttaac 


caaagacagg 


ctgggagaag 


ttaaagaggc 


attctataag 


ccctaaaaca 


7080 


actgctaata 


atggtgaaag 


gtaatctcta 


ttaattacca 


ataattacag 


atatctctaa 


7140 


aatcgagctg 


cagaattggc 


acgtctgatc 


acaccgtcct 


ctcattcacg 


gtgctttttt 


7200 


tcttgtgtgc 


ttggagattt 


tcgattgtgt 


gttcgtgttt 


ggttaaactt 


aatctgtatg 


7260 


aatcctgaaa 


cgaaaaatgg 


tggtgatttc 


ctccagaaga 
Page 


attagagtac 
5 


ctggcaggaa 


7320 
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gcaggtggct 


ctgtggacct 


gagccacttc 


aatcttcaag 


ggtctctggc 


caagacccag 


7380 


gtgcaaggca 


gaggcctgat 


gacccgagga 


caggaaagct 


cggatgggaa 


ggggcgatga 


7440 


gaagcctgcc 


tcgttggtga 


gcagcgcatg 


aagtgccctt 


atttacgctt 


tgcaaagatt 


7500 


gctctggata 


ccatctggaa 


aaggcggcca 


gcgggaatgc 


aaggagtcag 


aagcctcctg 


7560 


ctcaaaccca 


ggccagcagc 


tatggcgccc 


acccgggcgt 


gtgccagagg 


gagaggagtc 


7620 


aaggcacctc 


gaagtatggc 


ttaaatcttt 


ttttcacctg aagcagtgac 


caaggtgtat 


7680 


tctgagggaa 


gcttgagtta 


ggtgccttct 


ttaaaacaga aagtcatgga 


agcacccttc 


7740 


tcaagggaaa 


accagacgcc 


cgctctgcgg 


tcatttacct 


ctttcctctc 


tccctctctt 


7800 


gccctcgcgg 


tttctgatcg 


ggacagagtg 


acccccgtgg 


agcttctccg 


agcccgtgct 


7860 


gaggaccctc 


ttgcaaaggg 


ctccacagac 


ccccgccctg gagagaggag 


tctgagcctg 


7920 


gcttaataac 


aaactgggat 


gtggctgggg 


gcggacagcg 


acggcgggat 


tcaaagactt 


7980 


aattccatga 


gtaaattcaa 


cctttccaca 


tccgaatgga 


tttggatttt 


atcttaatat 


8040 


tttcttaaat 


ttcatcaaat 


aacattcagg 


agtgcagaaa 


tccaaaggcg 


taaaacagga 


8100 


actgagctat 


gtttgccaag 


gtccaaggac 


ttaataacca 


tgttcagagg 


gatttttcgc 


8160 


cctaagtact 


ttttattggt 


tttcataagg 


tggcttaggg 


tgcaagggaa 


agtacacgag 


8220 


gagaggactg 


ggcggcaggg 


ctatgagcac 


ggcaaggcca 


ccggggagag 


agtccccggc 


8280 


ctgggaggct 


gacagcagga 


ccactgaccg 


tcctccctgg gagctgccac 


attgggcaac 


8340 


gcgaaggcgg 


ccacgctgcg 


tgtgactcag 


gaccccatac 


cggcttcctg 


ggcccaccca 


8400 


cactaaccca 


ggaagtcacg 


gagctctgaa 


cccgtggaaa 


cgaacatgac 


ccttgcctgc 


8460 


ctgcttccct 


gggtgggtca 


agggtaatga 


agtggtgtgc 


aggaaatggc 


catgtaaatt 


8520 


acacgactct 


gctgatgggg 


accgttcctt 


ccatcattat 


tcatcttcac 


ccccaaggac 


8580 


tgaatgattc 


cagcaacttc 


ttcgggtgtg 


acaagccatg 


acaacactca 


gtacaaacac 


8640 


cactctttta 


ctaggcccac 


agagcacggc 


ccacacccct 


gatatattaa 


gagtccagga 


8700 


gagatgaggc 


tgctttcagc 


caccaggctg 


gggtgacaac 


agcggctgaa 


cagtctgttc 


8760 


ctctagacta 


gtagaccctg 


gcaggcactc 


ccccagattc 


tagggcctgg 


ttgctgcttc 


8820 


ccgagggcgc 


catctgccct 


ggagactcag 


cctggggtgc 


cacactgagg 


ccagccctgt 


8880 


ctccacaccc 


tccgcctcca 


ggcctcagct 


tctccagcag 


cttcctaaac 


cctgggtggg 


8940 


ccgtgttcca 


gcgctactgt 


ctcacctgtc 


ccactgtgtc ttgtctcagc 


gacgtagctc 


9000 


gcacggttcc 


tcctcacatg 


gggtgtctgt 


ctccttcccc 


aacactcaca 


tgcgttgaag 


9060 


ggaggagatt 


ctgcgcctcc 


cagactggct 


cctctgagcc tgaacctggc 


tcgtggcccc 


9120 


cgatgcaggt 


tcctggcgtc 


cggctgcacg 


ctgacctcca 


tttccaggcg 


ctccccgtct 


9180 


cctgtcatct 


gccggggcct 


gccggtgtgt 


tcttctgttt 
Page 


ctgtgctcct 
6 


ttccacgtcc 


9240 
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aactacatat 

va y v. t_ y v. y v_ y V- 


y t^p l l l y Lv. v. 


a c 1 - aa a a t* c t* 

y V— i- ay y y u \— 


*~yyyy ^ ^ ^ 


atannratan 

u Lay y v_a Lay 


a<KC aaaaac a 
yciLyyyyyLy 


-7 JUU 


taataaacca 


aaacac"trt*i" 

y y y v_ y v_ i_ v_ i_ l. 


aaaaaataca 

y y y a a a v. a 


ara'tt'traaat" 

a »w a i_ l i~y y y i» 


al"naaaai~aa 

y l y a a a y Lay 


n a a t a c c t at 
yay Ly ll Ly l 


JJUL/ 


cctcacctaa 


Q'tCCS.COQQC 

y v_ v_ v*. \_ y y y ^ 


araaacctaa 

av_ayy Lyy 


yy aL yy a y LV - 


CCCQCCAQC1C1 
LLLyLLayyy 


Acccarcctt 

aLLLyLLL L L 


9420 


ctctacccaa 


cacttttcta 

>_ *a V- «- l <w i_ v_ l. y 


cccccctccc 

V- V_ Vw V_ V— V- V. v_ \_ v_ 


1:ct"aaaarar 


ay ay Lyy Lay 


L L LLLQLQay 


Q480 


cactaaacat 

^UV. ^UUy VrU v> 


CCtCttCCCA 

L L I. *— L L L L L a 


aaaoar rraa 

aaayav-v-v.ay 


ral""Taararr 


CCtClClTlCatt 
L. L. LyyaLuL L 


Ly LLLLaLay 


QS40 


ccctaaaaat 


tcacataacf 


arnraratra 

a Ly V.QV.U LV.O 


TaTarararl* 


rrrntrrarn 

LLLy LLLuLy 


uLLyaLLLLL 


Q600 


actattttat 


tt t aa t" a o ct 

L L L CI CI LuUL L 


oLaaayLuyy 


y auu L y 


Ct 7K7\7K7\t C\t C 
v, Laaau l y L v_ 


L L L LaaLaaa 




ctaa ttaaac 


aaacaaatcc 


a "tccacacaa 


1~aaacaal"l"{" 

i_ y y a v_ ay u l. v_ 


cl"raraal"aa 

V- LLnLCiy Lyu 


anannaarat 
ayayyaaLa l 


Q770 


accatttata 


aaacctacaa 

a ci. y v_ \_ l y l ay 


acatctcaao 

y v_ a i_ v_ i_ v_ a ciy 


ooaattaror 

y y a a i_ i_ a v_y v_ 


Ly ay LLaaaa 


ctarcTkcrtr 

L Ly LLaLL LL 


Q7R0 


ca taaaatac 


otacacaaca 

y v. u v_ y l a a l a 


tactcaaaaa 

Ly v. i- v_ a a a a a 


aaaaaaat"l"l" 

y a a a y a a i_ 1. 1_ 


rarrrratnn 

V-uV.Lv.La Lyy 


r3nnfin3rit*n 
^-ciyyyyay Ly 


I70*tL/ 


attaaaaaat 


1" aa ana rant 


yyyyy ^uy v_q 




artnrarnra 
a l LyLuLyLu 


ccttttacta 

LLLLLLdLLd 


QQOn 


aaaccaattt 


v. v» v_y y i_ i_ l Ly 


al"aal"at"t~aa 

a ty y i_a i_ uy y 




yyayciL l aa l 


f"3f 3 nana 3 n 
La Lay yyy ay 




L yyyy a L yyy 


aaaacccaaa 

y\jaav,v> V- y y a 


aael" at oc c a 

yy v i- y Ly v.v»a 


frtttarrat 

lv> l. i_ v. y v_ v_ a l 


nrrrnafitnt 

y ll Ly ay Ly l 


ll. Lyyy Ldyy 


i nn?n 

IwUtL/ 


ataatgctct 


aaaaataccc 


acatcctaat 

u v^y ^- v_ Vw v. y u v> 


"tcccccaaac 

v.v>v_v.\wV«aaav_ 


ct*al"aaaraa 

l l y l y y a Lay 


aaLLLyLLLy 


10080 


accccaaaac 


ctttacaaat: 

v. v_ v. v. y \_ uy y v. 


at a at: ct era 


taaaaarrrT 
yyy 


cm ant ct nan 
y«yy L ^ *-yyy 


at crtt caaa 

a l l l l LLyyy 


10140 


actacctgca 


aacccaaaaa 


ataat craaa 

y w a a ^ ^ v_ \a y y 


aaTTrTaaaa 
y y **■ ^y y y ^ 


anannmnnr 

ayayy Ly yy l 


dyyayyy llci 


10700 


y a yyyyyy^ a 


acctcaaaac 

y v. v_ v_ uu y u v— 


y a Lyyuyu lu 


ntrantrtna 

y L Lay LL Lyu 


nnrtnaaaan 
yy l l y a aaay 


yydyyy^yyy 


1 0?fi0 




ay y l l i»y Lua 


nrnrrtrran 


aay L lyyaaa 


aayLyyyyaa 


yyydLLLLLL 


1 0370 


acaaaaccta 

u y y y >- ^— v. y 


LayLayyaay 


y Laty y v_ Lyy 


rr rtt 7\nr r r 


uLLayyyLLL 


a LLy LyydLL 


1 0^R0 


tccaacctcc 


y v. y v_ v. a i_ ay y 


aoodrartrn 
yyy i_ >_ y 


enrtnecrtt 

LyL LyLLL L L 


l Lay La Ly Cta 


y Lytg uggyg 


1 0440 


atttacaaaa 

u k v. h> y v.uy u u 


acaacaaaaa 

y V— ua v.uy y uu 


accratarar 

ai_ v_ v_a uy caL 


tntnaatrta 
i_y uyaa l v_ l a 


aa7\tt7\tttr 

yyaLLaLLLL 


3333f333nn 
dddaLdddyy 


1 0^00 


tttacaaaaa 


catccaaaaa 

w u ^ \— v_ uuy y u 


caoaartaaa 
yyy uyuu 


al"arrt*rrnn 

y t_y l_l_ LLLyy 


ar 7\7\aaac an 
y l aay y y Lay 


yyLayyLaLy 


1 O^fiO 

lUJUU 


aataatttta 


tttaactatt 


u i_a l l l i_a u. l 


l"arl"l~arl"t*l" 

LQL l_ LuL LLL 


l LyayaLaya 


y LLdLyLLLL 


1 0fi?0 




y V— l y y a y tyt 


anrnnr^ trip 
yyy l y a 


IL L Lyy L LLa 


l L y L a a l l LL 


L.y LLLLLiyy 


1 OfiRO 


ol"1"raanraa 

y l LLaayLaa 


l lv. l l y ty v_v. 


t r 7\nc rt r r r 


day Lay L Lyy 


natfrtrannr 
yd L L LLaLJLJL 


y Ly LdLLdLL 




ararrrnnrt 


aa1"1~"ft"nt at" 

a a ll l i_ y l a l 


lli Lay Laya 


natnnnrttt 
ya Lyyy l l l l 


LaLLaLy L Ly 


y LLdy y l ty a 


lUOUU 


tctcaaaatc 


ctgacctcag 


gtgatccgcc 


cacctcagcc 


tcccaaagtg 


ctgggattac 


10860 


aggcatgagc 


cactgcacct 


ggectattta 


accattttaa 


aacttccctg 


ggctcaagtc 


10920 


acacccactg 


gtaaggagtt 


catggagttc 


aatttcccct 


ttactcagga 


gttaccctcc 


10980 


tttgatattt 


tctgtaattc 


ttegtagact 


ggggatacac 


cgtctcttga 


catattcaca 


11040 


gtttctgtga 


ccacctgtta 


tcccatggga 


cccactgcag 
Page 


gggcagctgg 
7 


gaggctgeag 


11100 



gcttcaggtc 


ccaataaaat 

v- v-«y *-yyyy 
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tgccatctgc cagtagaaac ctgatgtaga atcagggcgc 


11160 


gagtgtggac 


actgtcctga 


atctcaatgt 


ctcagtgtgt 


gctgaaacat 


gtagaaatta 


11220 


aagtccatcc 


ctcctactct 

X* X- >^ V- X_ XA V> v, V* X. 


actgggattg 


agccccttcc 


ctatcccccc 


ccaggggcag 


11280 


aggagttcct 


ctcactcctg 


tggaggaagg 


aatgatactt 


tgttattttt 


cactgctggt 


11340 


actaaatcca 


ctatttcatt 


tgttggtttg 


tttgttttgt 


tttgagaggc 


ggtttcactc 


1 1400 


ttattactca 


QQCtQQaQQQ 

yy u L yy a yyy 


agtgcaatgg 


cgcgatcttg 


gcttactgca 


gcctctgcct 




cccaaattca 


aataattctc 


ctgcttccgc 


ctcccatttg 


gctgggatta 


caggcacccg 


1 1 520 


ccaccatacc 

V* XA V*- V* XA V- XJ X_ X_ 


caactaattt 


tttgtatttt 


tagtagagac 


gggggtgggg 


gtggggttca 


1 1 580 


ccatgttggc 


caaactaatc 

XJ Xj V- XA X. V_ 


tcgaacttct 


gacctcagat 


gatccacctg 


cctctgcctc 


11640 


ctaaagtgct 


aaaattacaa 

XA \A \A XA V. x» XA V— ■ CA XA 


gtgtgagcca ccatgcccag ctcagaattt 


actctgttta 


1 1 700 

A.d.1 \J\J 


aaaacatcta 

XA VA XA xA X_ XA X. V— W \A 


oo tc "taaaat* 

yy k v l y uu y u 


aggaagctca 


ccccactcaa 


gtgttgtggt 


gttttaagcc 


1 1 760 

XX/ \j\J 


aataa taaaa 


tttttttatt 


gttgttagaa 


cactcttgat 


gttttacact 


gtgatgacta 


1 1 fOO 


aaacatcatc 

XA X*. XA W V» V* ^- X— 


aacttttcaa 


agacacacta 


actgcaccca 


taatactggg 


gtgtcttctg 


1 1 R80 


aatatcaaca 


atcttcattg 


aatgccggga 


ggcgtttcct 


cgccatgcac 


atggtgttaa 


1 1 Q40 


ttactccagc 


ataatcttct 


gcttccattt 


cttctcttcc 


ctcttttaaa 


attgtgtttt 


12000 


ctatgttggc 


ttctctacaa 

x. U V^- X_ V* *- XA ^.UM 


agaaccagtg 


taagctacaa 


cttaactttt 


gttggaacaa 


12060 


attttccaaa 

XA X» W X» v\»^UUIA 


ccacccc tl:t 


gccctagtgg 


cagagacaat 


tcacaaacac 


agccctttaa 


1 71 70 


aaaaacttaa 


aaatcactaa 

yyc* i- vuv- Luia 


ggggatttct 


agaagagcga 


cccgtaatcc 


taagtattta 


1 21 80 


caaaacaaaa 

v» uu y u v.y y y 


cTaacctrra 


gcgagcgtga cagcccaggg agggtgcgag 


gcctgttcaa 


1 ??40 


atactaactc 

XA W XJ ^ XA XJ W V- 


cataaataaa 

V— XA V. XA LA XA x. U UU 


gcaatttcct 


ccggcagttt 


ctgaaagtag 


gaaaggttac 


1 7300 


atttaaggtt 


acatttatta 


gcatttcagt 


gtttgccgac 


ctcagctaca 


gcatccctgc 


1 7360 


aaaacctcaa 


aaaacccaaa 


agtttctcgc 


cccttagatc 


caaacttgag 


caacccggag 


1 7470 


tctggattcc 


taaaaaatcc 


tcagctgtcc 


tgcggttgtg 


ccggggcccc 


aggtctggag 


1 7480 


aaaaccaat"a 




ttctactgct 


gggctggaag 


tcgggcctcc 


tagctctgca 


1 7 5 AH 


atccaaaact 


taaaaccaaa 

w y y y \w \»» %jl y y 


tgcctggacc 


ccgaggctgc 


cctccaccct 


gtgcgggcgg 


1 7600 


aatataacca 


aatattaacc 

y ci V- y u Lyy v-v. 


tcatctgcca gacagagtgc 


cggggcccag 


ggtcaaggcc 


1 7660 


attataacta 

y «- »-y *-yy- »-y 


y u y L y a yy L y 


cccggtgcgc 


ggccagcagg 


agcgcctggc 


tccatttccc 


1 7770 


accctttctc 


aacaaaacca 
y yyy uv "^y 


ccccggtggg tgattaacag atttggggtg 


atttnrtcat 


1 7780 


ggtggggacc 


cctcgccgcc 


tgagaacctg 


caaagagaaa 


tgacgggcct 


gtgtcaagga 


12840 


gcccaagtcg 


cggggaagtg 


ttgcagggag 


gcactccggg 


aggtcccgcg 


tgcccgtcca 


12900 


gggagcaatg 


cgtcctcggg 


ttcgtcccca 


gccgcgtcta 


cgcgcctccg 


tcctcccctt 


12960 


cacgtccggc 


attcgtggtg 


cccggagccc 


gacgccccgc gtccggacct 
Page 8 


ggaggcagcc 


13020 
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ctgggtctcc ggatcaggcc agcggccaaa gggtcgccgc acgcacctgt tcccagggcc 13080 

tccacatcat ggcccctccc tcgggttacc ccacagccta ggccgattcg acctctctcc 13140 

gctggggccc tcgctggcgt ccctgcaccc tgggagcgcg agcggcgcgc gggcggggaa 13200 

gcgcggccca gacccccggg tccgcccgga gcagctgcgc tgtcggggcc aggccgggct 13260 

cccagtggat tcgcgggcac agacgcccag gaccgcgctt cccacgtggc ggagggactg 13320 

gggacccggg cacccgtcct gccccttcac cttccagctc cgcctcctcc gcgcggaccc 13380 

cgccccgtcc cgacccctcc cgggtccccg gcccagcccc ctccgggccc tcccagcccc 13440 

tccccttcct ttccgcggcc ccgccctctc ctcgcggcgc gagtttcagg cagcgctgcg 13500 

tcctgctgcg cacgtgggaa gccctggccc cggccacccc cgcgatgccg cgcgctcccc 13560 

gctgccgagc cgtgcgctcc ctgctgcgca gccactaccg cgaggtgctg ccgctggcca 13620 

cgttcgtgcg gcgcctgggg ccccagggct ggcggctggt gcagcgcggg gacccggcgg 13680 

ctttccgcgc gctggtggcc cagtgcctgg tgtgcgtgcc ctgggacgca cggccgcccc 13740 

ccgccgcccc ctccttccgc caggtgggcc tccccggggt cggcgtccgg ctggggttga 13800 

gggcggccgg ggggaaccag cgacatgcgg agagcagcgc aggcgactca gggcgcttcc 13860 

cccgcaggtg tcctgcctga aggagctggt ggcccgagtg ctgcagaggc tgtgcgagcg 13920 

cggcgcgaag aacgtgctgg ccttcggctt cgcgctgctg gacggggccc gcgggggccc 13980 

ccccgaggcc ttcaccacca gcgtgcgcag ctacctgccc aacacggtga ccgacgcact 14040 

gcgggggagc ggggcgtggg ggctgctgct gcgccgcgtg ggcgacgacg tgctggttca 14100 

cctgctggca cgctgcgcgc tctttgtgct ggtggctccc agctgcgcct accaggtgtg 14160 

cgggccgccg ctgtaccagc tcggcgctgc cactcaggcc cggcccccgc cacacgctag 14220 

tggaccccga aggcgtctgg gatgcgaacg ggcctggaac catagcgtca gggaggccgg 14280 

ggtccccctg ggcctgccag ccccgggtgc gaggaggcgc gggggcagtg ccagccgaag 14340 

tctgccgttg cccaagaggc ccaggcgtgg cgctgcccct gagccggagc ggacgcccgt 14400 

tgggcagggg tcctgggccc acccgggcag gacgcgtgga ccgagtgacc gtggtttctg 14460 

tgtggtgtca cctgccagac ccgccgaaga agccacctct ttggagggtg cgctctctgg 14520 

cacgcgccac tcccacccat ccgtgggccg ccagcaccac gcgggccccc catccacatc 14580 

gcggccacca cgtccctggg acacgccttg tcccccggtg tacgccgaga ccaagcactt 14640 

cctctactcc tcaggcgaca aggagcagct gcggccctcc ttcctactca gctctctgag 14700 

gcccagcctg actggcgctc ggaggctcgt ggagaccatc tttctgggtt ccaggccctg 14760 

gatgccaggg actccccgca ggttgccccg cctgccccag cgctactggc aaatgcggcc 14820 

cctgtttctg gagctgcttg ggaaccacgc gcagtgcccc tacggggtgc tcctcaagac 14880 
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gcactgcccg ctgcgagctg cggtcacccc agcagccggt gtctgtgccc gggagaagcc 14940 

ccagggctct gtggcggccc ccgaggagga ggacacagac ccccgtcgcc tggtgcagct 15000 

gctccgccag cacagcagcc cctggcaggt gtacggcttc gtgcgggcct gcctgcgccg 15060 

gctggtgccc ccaggcctct ggggctccag gcacaacgaa cgccgcttcc tcaggaacac 15120 

caagaagttc atctccctgg ggaagcatgc caagctctcg ctgcaggagc tgacgtggaa 15180 

gatgagcgtg cgggactgcg cttggctgcg caggagccca ggtgaggagg tggtggccgt 15240 

cgagggccca ggccccagag ctgaatgcag taggggctca gaaaaggggg caggcagagc 15300 

cctggtcctc ctgtctccat cgtcacgtgg gcacacgtgg cttttcgctc aggacgtcga 15360 

gtggacacgg tgatcgagtc gactcccttt agtgagggtt aattgagctc gcggccgc 15418 

<210> 2 

<211> 25 

<212> DNA 

<213> Homo sapiens 

<400> 2 

cttgctgcag aagtgggtgg aggaa 25 

<210> 3 

<211> 21 

<212> DNA 

<213> Homo sapiens 

<400> 3 

ctgcagtgtg ggtttcgggc a 21 

<210> 4 

<211> 20 

<212> DNA 

<213> Homo sapiens 



<400> 4 

cggaagagtg tctggagcaa 20 



<210> 5 
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<211> 19 

<212> DNA 

<213> Homo sapiens 



<400> 5 

ggatgaagcg gagtctgga 19 

<210> 6 

<211> 1303 

<212> DNA 

<213> Ovis aries 



<220> 

<221> CDS 

<222> (194). .(1303) 
<223> 



<400> 6 

agccgaggac gccgccgggg agccgaggct ccggccagcc cccagcgcgc ccagcttctg 60 

cagatcagga gtcagaacgc tgcaccttcg cttcctccca gccctgcctc cttctgcaaa 120 

acggagctca atagaacttg gtacttttgc cttttactct gggaggagag aagcagacga 180 

tgaggagaaa ata atg aat gtc aaa gqa aaa gtq att ctg tea atg ctg 229 
Met Asn val Lys Gly Lys val lie Leu Ser Met Leu 
1 5 10 

gtt gtc tea act gtc att gtt gtq ttt tgg gaa tat ate cac age cca 277 
val Val ser Thr val lie val val Phe Trp Glu Tyr lie His ser Pro 
15 20 25 

gaa gqc tct ttg ttc tgg ata aac cca tea aga aac cca gaa gtc agt 325 
Glu Gly ser Leu Phe Trp lie Asn Pro Ser Arg Asn Pro Glu val Ser 
30 35 40 

gqc gqc age age att cag aag gqc tgg tgg ttt ccg aga tgg ttt aac 373 
Gly Gly Ser Ser lie Gin Lys Gly Trp Trp Phe Pro Arg Trp Phe Asn 
45 50 55 60 

aat ggt tac caa gaa gaa gat gaa gac gta gac gaa gaa aag gaa caa 421 
Asn Gly Tyr Gin Glu Glu Asp Glu Asp Val Asp Glu Glu Lys Glu Gin 
65 70 75 

aga aag gaa gac aaa age aag ctt aag eta teg gac tgg ttc aac cca 469 
Arg Lys Glu Asp Lys Ser Lys Leu Lys Leu Ser Asp Trp Phe Asn Pro 
80 85 90 
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ttt aaa cgc cct gag gtt gtg act atg aca gat tgg aag gca ccc gtg 517 

Phe Lys Arg Pro Glu Val val Thr Met Thr Asp Trp Lys Ala Pro Val 
95 100 105 

gtg tgg gaa ggc act tac aac aga gcc gtc tta gac gat tac tac gcc 565 

val Trp Glu Gly Thr Tyr Asn Arg Ala val Leu Asp Asp Tyr Tyr Ala 
110 115 120 

aag cag aaa att acc gtc gqc ctg acg gtt ttc gcc gtc gga aga tac 613 

Lys Gin Lys lie Thr val Gly Leu Thr val Phe Ala Val Gly Arg Tyr 

125 130 135 140 

att gag cat tac ttg gag gag ttc tta acg tct get aat aag cac ttc 661 

lie Glu His Tyr Leu Glu Glu Phe Leu Thr Ser Ala Asn Lys His Phe 

145 150 155 

atg gtt gqc cac cga gtc ate ttt tac gtc atg gtg gac gac gtc tec 709 

Met val Gly His Arg Val lie Phe Tyr val Met Val Asp Asp Val Ser 
160 165 170 

agg atg cct ttg ata gag ctg ggc cct ctg cgc tec ttc aaa gtg ttt 757 

Arg Met Pro Leu lie Glu Leu Gly Pro Leu Arg Ser Phe Lys Val Phe 
175 180 185 

gag gtc aag cct gag agg agg tgg cag gac gtc age atg gtg cgc atg 805 

Glu val Lys Pro Glu Arg Arg Trp Gin Asp val Ser Met Val Arg Met 
190 195 200 

aag acc ate ggg gag cac ate gtg gcc cac ate cag cgt gag gtt gac 853 

Lys Thr lie Gly Glu His lie Val Ala His lie Gin Arg Glu val Asp 

205 210 215 220 

ttc etc ttc tgc atg gac gtg gac cag gtc ttc caa gac gag ttc ggg 901 

Phe Leu Phe Cys Met Asp val Asp Gin val Phe Gin Asp Glu Phe Gly 

225 230 235 

gtg gag acc ctg ggt gag teg gtg gcc cag eta cag gcc tgg tgg tac 949 

val Glu Thr Leu Gly Glu Ser Val Ala Gin Leu Gin Ala Trp Trp Tyr 
240 245 250 

aag gca gat ccc gat gag ttt acc tac gag agg cgc aag gag tct gca 997 

Lys Ala Asp Pro Asp Glu Phe Thr Tyr Glu Arg Arg Lys Glu Ser Ala 
255 260 265 

gca tac att ccc ttc ggc gaa ggg gat ttt tat tac cac gca gcc att 1045 

Ala Tyr lie Pro Phe Gly Glu Gly Asp Phe Tyr Tyr His Ala Ala lie 
270 275 280 

ttt ggg gga aca ccc act cag gtc ctt aac ate acc cag gaa tgc ttc 1093 

Phe Gly Gly Thr Pro Thr Gin val Leu Asn lie Thr Gin Glu Cys Phe 

285 290 295 300 

aaa gga ate etc aag gac aag aaa aat gac ata gaa gcc caa tgg cat 1141 

Lys Gly lie Leu Lys Asp Lys Lys Asn Asp lie Glu Ala Gin Trp His 

305 310 315 

gat gag age cat eta aac aag tat ttc ctt etc aac aaa ccc act aaa 1189 

Asp Glu Ser His Leu Asn Lys Tyr Phe Leu Leu Asn Lys Pro Thr Lys 
320 325 330 

ate tta tec ccg gaa tac tgc tgg gat tat cat ata ggc eta cct gcg 1237 

lie Leu ser Pro Glu Tyr Cys Trp Asp Tyr His lie Gly Leu Pro Ala 
335 340 345 
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gat att aag ctt gtc aag atg tct tgg cag aca aaa gag tat aat gtg 1285 
Asp lie Lys Leu val Lys Met Ser Trp Gin Thr Lys Glu Tyr Asn Val 
350 355 360 

gtt aga aat aac gtc tga 1303 

Val Arg Asn Asn val 

365 

<210> 7 
<211> 369 
<212> PRT 
<213> Ovis aries 



<400> 7 

Met Asn val Lys Gly Lys val lie Leu Ser Met Leu val val ser Thr 
15 10 15 

val lie val Val Phe Trp Glu Tyr lie His Ser Pro Glu Gly Ser Leu 
20 25 30 

Phe Trp lie Asn Pro Ser Arg Asn Pro Glu Val Ser Gly Gly Ser Ser 
35 40 45 

lie Gin Lys Gly Trp Trp Phe Pro Arg Trp Phe Asn Asn Gly Tyr Gin 
50 55 60 

Glu Glu Asp Glu Asp Val Asp Glu Glu Lys Glu Gin Arg Lys Glu Asp 
65 70 75 80 

Lys Ser Lys Leu Lys Leu Ser Asp Trp Phe Asn Pro Phe Lys Arg Pro 
85 90 95 

Glu Val Val Thr Met Thr Asp Trp Lys Ala Pro Val val Trp Glu Gly 
100 105 110 

Thr Tyr Asn Arg Ala val Leu Asp Asp Tyr Tyr Ala Lys Gin Lys lie 
115 120 ' 125 

Thr Val Gly Leu Thr val Phe Ala val Gly Arg Tyr lie Glu His Tyr 
130 135 140 

Leu Glu Glu Phe Leu Thr Ser Ala Asn Lys His Phe Met Val Gly His 
145 150 155 160 

Arg val lie Phe Tyr Val Met Val Asp Asp Val Ser Arg Met Pro Leu 
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165 170 175 

lie Glu Leu Gly Pro Leu Arg ser Phe Lys val Phe Glu Val Lys Pro 
180 " 185 190 

Glu Arg Arg Trp Gin Asp val Ser Met val Arg Met Lys Thr lie Gly 
195 200 205 

Glu His lie val Ala His lie Gin Arg Glu val Asp Phe Leu Phe Cys 
210 215 220 

Met Asp Val Asp Gin Val Phe Gin Asp Glu Phe Gly val Glu Thr Leu 
225 230 235 240 

Gly Glu Ser val Ala Gin Leu Gin Ala Trp Trp Tyr Lys Ala Asp Pro 
245 250 ' 255 

Asp Glu Phe Thr Tyr Glu Arg Arg Lys Glu Ser Ala Ala Tyr lie Pro 
260 265 270 

Phe Gly Glu Gly Asp Phe Tyr Tyr His Ala Ala lie Phe Gly Gly Thr 
275 280 285 

Pro Thr Gin val Leu Asn lie Thr Gin Glu Cys Phe Lys Gly lie Leu 
290 295 300 

Lys Asp Lys Lys Asn Asp lie Glu Ala Gin Trp His Asp Glu Ser His 
305 310 315 320 

Leu Asn Lys Tyr Phe Leu Leu Asn Lys Pro Thr Lys lie Leu Ser Pro 
325 330 ' 335 

Glu Tyr Cys Trp Asp Tyr His lie Gly Leu Pro Ala Asp lie Lys Leu 
340 345 350 

Val Lys Met Ser Trp Gin Thr Lys Glu Tyr Asn Val val Arg Asn Asn 
355 360 365 

val 



<210> 8 
<211> 1131 
<212> DNA 

<213> Platyrrhinus helleri 
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<220> 

<221> CDS 

<222> (1). .(1131) 

<223> 

<400> 8 

atg aat gtc aaa gqa aaa gta att ctg teg atg ctg gtt gtc tea act 48 

Met Asn val Lys Gly Lys val lie Leu Ser Met Leu Val Val Ser Thr 
15 10 15 

gtq att gtt gtq ttt tgg gaa tat ate aac age cca gaa gqc tct ttc 96 
val lie val Val Phe Trp Glu Tyr lie Asn Ser Pro Glu Gly Ser Phe 
20 25 30 

ttg tgg ata tat cac tea aag aac cca gaa gtt gat gac age agt get 144 
Leu Trp lie Tyr His Ser Lys Asn Pro Glu Val Asp Asp Ser Ser Ala 
35 40 45 

cag aag gac tgg tgg ttt cct gqc tgg ttt aac aat gqg ate cac aat 192 
Gin Lys Asp Trp Trp Phe Pro Gly Trp Phe Asn Asn Gly lie His Asn 
50 55 60 

tat caa caa gag gaa gaa gac aca gac aaa gaa aaa gqa aga gag gag 240 
Tyr Gin Gin Glu Glu Glu Asp Thr Asp Lys Glu Lys Gly Arg Glu Glu 
65 70 75 80 

gaa caa aaa aag gaa gat gac aca aca gag ctt egg eta tgg gac tgg 288 
Glu Gin Lys Lys Glu Asp Asp Thr Thr Glu Leu Arg Leu Trp Asp Trp 
85 90 95 



ttt aat cca aag aaa cgc cca gag gtt atg aca gtq ace caa tgg aag 
Phe Asn Pro Lys Lys Arg Pro Glu Val Met Thr Val Thr Gin Trp Lys 
100 105 110 



336 



gcg ccg gtt gtq tgg gaa gqc act tac aac aaa gec ate eta gaa aat 384 

Ala Pro val val Trp Glu Gly Thr Tyr Asn Lys Ala lie Leu Glu Asn 

115 120 125 

tat tat gee aaa cag aaa att ace gtq gqg ttg acg gtt ttt get att 432 

Tyr Tyr Ala Lys Gin Lys lie Thr Val Gly Leu Thr val Phe Ala lie 
130 135 ' 140 

gqa aga tat att gag cat tac ttg gag gag ttc gta aca tct get aat 480 

Gly Arg Tyr lie Glu His Tyr Leu Glu Glu Phe val Thr Ser Ala Asn 
145 150 155 160 

agg tac ttc atg gtc gqc cac aaa gtc ata ttt tat gtc atg gtq gat 528 

Arg Tyr Phe Met val Gly His Lys Val lie Phe Tyr Val Met Val Asp 

165 170 175 

gat gtc tec aag gcg ccg ttt ata gag ctg gqt cct ctg cgt tec ttc 576 

Asp val Ser Lys Ala Pro Phe lie Glu Leu Gly Pro Leu Arg Ser Phe 

180 185 190 

aaa gtq ttt gag gtc aag cca gag aag agg tgg caa gac ate age atg 624 

Lys Val Phe Glu val Lys Pro Glu Lys Arg Trp Gin Asp lie Ser Met 
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195 200 205 

atg cgt atg aag acc ate ggg gag cac ate ttg gec cac ate caa cac 672 

Met Arg Met Lys Thr lie Gly Glu His lie Leu Ala His lie Gin His 

210 215 220 

gag gtt gac ttc etc ttc tgc atg gat gtg gac cag gtc ttc caa gac 720 

Glu val Asp Phe Leu Phe Cys Met Asp Val Asp Gin val Phe Gin Asp 

225 230 235 240 

cat ttt gqg gta gag acc ctg ggc cag teg gtq get cag eta cag gec 

His Phe Gly Val Glu Thr Leu Gly Gin Ser Val Ala Gin Leu Gin Ala 

245 250 255 



gag teg gca gca tat att cca ttt ggc cag gqg gat ttt tat tac cat 
Glu ser Ala Ala Tyr lie Pro Phe Gly Gin Gly Asp Phe Tyr Tyr His 
275 280 ' 285 



<210> 


9 


<211> 


376 


<212> 


PRT 


<213> 


Platyrrhi nus 


<400> 


9 



Met Asn val Lys Gly Lys Val lie Leu Ser Met Leu Val Val Ser Thr 
15 10 15 



768 



tgg tgg tac aag gca gat cct gat gac ttt acc tat gag agg egg aaa 816 
Trp Trp Tyr Lys Ala Asp Pro Asp Asp Phe Thr Tyr Glu Arg Arg Lys 
260 265 270 



864 



gca gec att ttt gga gga aca ccg att cag gtt etc aac ate acc cag 912 
Ala Ala lie Phe Gly Gly Thr Pro lie Gin val Leu Asn lie Thr Gin 
290 295 300 

gag tgc ttt aag gqa ate etc ctg gac aag aaa aat gac ata gaa gee 960 
Glu Cys Phe Lys Gly lie Leu Leu Asp Lys Lys Asn Asp lie Glu Ala 
305 310 315 320 

gag tgg cat gat gaa age cac eta aac aag tat ttc ctt etc aac aaa 1008 
Glu Trp His Asp Glu Ser His Leu Asn Lys Tyr Phe Leu Leu Asn Lys 
325 330 335 

ccc tct aaa ate tta tct cca gaa tac tgc tgg gat tat cat ata ggc 1056 
Pro Ser Lys lie Leu Ser Pro Glu Tyr Cys Trp Asp Tyr His lie Gly 
340 345 350 

ctg cct tea gat att aaa act gtc aag eta tea tgg caa aca aaa gag 1104 
Leu Pro Ser Asp lie Lys Thr val Lys Leu Ser Trp Gin Thr Lys Glu 
355 360 365 

tat aat ttg gtt aga aag aat gtc tga 1131 
Tyr Asn Leu Val Arg Lys Asn val 
370 375 
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val lie val val Phe Trp Glu Tyr lie Asn ser Pro Glu Gly Ser Phe 
20 25 30 

Leu Trp lie Tyr His Ser Lys Asn Pro Glu val Asp Asp Ser Ser Ala 
35 40 45 

Gin Lys Asp Trp Trp Phe Pro Gly Trp Phe Asn Asn Gly lie His Asn 
50 55 60 

Tyr Gin Gin Glu Glu Glu Asp Thr Asp Lys Glu Lys Gly Arg Glu Glu 
65 70 75 80 

Glu Gin Lys Lys Glu Asp Asp Thr Thr Glu Leu Arq Leu Trp Asp Trp 
85 90 " 95 

Phe Asn Pro Lys Lys Arg Pro Glu val Met Thr val Thr Gin Trp Lys 
100 ~ 105 110 

Ala Pro Val val Trp Glu Gly Thr Tyr Asn Lys Ala lie Leu Glu Asn 
115 120 125 

Tyr Tyr Ala Lys Gin Lys lie Thr Val Gly Leu Thr Val Phe Ala lie 
130 135 140 

Gly Arg Tyr lie Glu His Tyr Leu Glu Glu Phe val Thr Ser Ala Asn 
145 150 155 160 

Arg Tyr Phe Met Val Gly His Lys Val lie Phe Tyr Val Met Val Asp 
165 170 175 

Asp val Ser Lys Ala Pro Phe lie Glu Leu Gly Pro Leu Arg Ser Phe 
180 185 190 

Lys val Phe Glu val Lys Pro Glu Lys Arg Trp Gin Asp lie Ser Met 
195 200 205 

Met Arg Met Lys Thr lie Gly Glu His lie Leu Ala His lie Gin His 
210 215 220 

Glu val Asp Phe Leu Phe Cys Met Asp val Asp Gin Val Phe Gin Asp 
225 230 235 240 

His Phe Gly Val Glu Thr Leu Gly Gin Ser Val Ala Gin Leu Gin Ala 
245 250 255 

Trp Trp Tyr Lys Ala Asp Pro Asp Asp Phe Thr Tyr Glu Arg Arg Lys 
260 265 270 

Page 17 



096,006D - SeqList.ST25.txt 

Glu Ser Ala Ala Tyr lie Pro Phe Gly Gin Gly Asp Phe Tyr Tyr His 
275 280 285 

Ala Ala lie Phe Gly Gly Thr Pro lie Gin val Leu Asn lie Thr Gin 
290 295 300 

Glu cys Phe Lys Gly lie Leu Leu Asp Lys Lys Asn Asp lie Glu Ala 
305 310 315 320 

Glu Trp His Asp Glu Ser His Leu Asn Lys Tyr Phe Leu Leu Asn Lys 
325 330 335 

Pro Ser Lys lie Leu Ser Pro Glu Tyr Cys Trp Asp Tyr His lie Gly 
340 345 350 

Leu Pro Ser Asp lie Lys Thr val Lys Leu Ser Trp Gin Thr Lys Glu 
355 360 365 

Tyr Asn Leu Val Arg Lys Asn val 
370 375 

<210> 10 

<211> 1062 

<212> DNA 

<213> Homo sapiens 



<220> 

<221> CDS 

<222> (1)..(1062) 

<223> 

<400> 10 

atg gcc gag gtq ttg egg acg ctg gec gqa aaa cca aaa tgc cac gca 

Met Ala Glu val Leu Arg Thr Leu Ala Gly Lys Pro Lys Cys His Ala 

1 5 10 15 

ctt cga cct atg ate ctt ttc eta ata atg ctt gtc ttg gtc ttg ttt 
Leu Arg Pro Met He Leu Phe Leu lie Met Leu Val Leu Val Leu Phe 
20 25 30 

gqt tac gqg gtc eta age ecc aga agt eta atg cca gqa age ctg gaa 
Gly Tyr Gly Val Leu Ser Pro Arg Ser Leu Met Pro Gly Ser Leu Glu 
35 40 45 

egg ggg ttc tgc atg get gtt agg gaa cct gac cat ctg cag cgc gtc 
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Arg Gly Phe Cys Met Ala Val Arg Glu Pro Asp His Leu Gin Arg val 
50 55 60 

teg ttg cca agg atg gtc tac ccc cag cca aag gtg ctg aca ccg tgg 240 
ser Leu Pro Arg Met Val Tyr Pro Gin Pro Lys Val Leu Thr Pro Trp 
65 ~ 70 75 80 

aag gat gtc etc gtq gtq acc cct tgg ctg get ccc att gtc tgg gag 288 
Lys Asp val Leu Val Val Thr Pro Trp Leu Ala Pro lie val Trp Glu 
85 90 95 

ggc aca ttc aac ate gac ate etc aac gag cag ttc agg etc cag aac 336 
Gly Thr Phe Asn lie Asp lie Leu Asn Glu Gin Phe Arg Leu Gin Asn 
100 105 110 

acc acc att ggg tta act gtg ttt gee ate aag aaa tac gtq get ttc 384 
Thr Thr lie Gly Leu Thr val Phe Ala lie Lys Lys Tyr Val Ala Phe 
115 120 125 

ctg aag ctg ttc ctg gag acg gcg gag aag cac ttc atg gtq gqc cac 432 
Leu Lys Leu Phe Leu Glu Thr Ala Glu Lys His Phe Met Val Gly His 
130 135 140 

cgt gtc cac tac tat gtc ttc acc gac cag ctg gec gcg gtq ccc cgc 480 
Arg Val His Tyr Tyr Val Phe Thr Asp Gin Leu Ala Ala Val Pro Arg 
145 150 155 160 

gtq acg ctg ggg acc ggt egg cag ctg tea gtg ctg gag gtq cgc gec 528 
val Thr Leu Gly Thr Gly Arg Gin Leu Ser Val Leu Glu val Arg Ala 
165 170 175 

tac aag cgc tgg cag gac gtg tec atg cgc cgc atg gag atg ate agt 576 
Tyr Lys Arg Trp Gin Asp Val Ser Met Arg Arg Met Glu Met lie Ser 
180 185 190 

gac ttc tgc gag egg cgc ttc etc age gag gtg gat tac ctg gtg tgc 624 
Asp Phe Cys Glu Arg Arg Phe Leu Ser Glu val Asp Tyr Leu val Cys 
195 200 205 

gtg gac gtg gac atg gag ttc cgc gac cac gtg ggc gtg gag ate ctg 672 
val Asp val Asp Met Glu Phe Arg Asp His val Gly Val Glu lie Leu 
210 215 220 

act ccg ctg ttc ggc acc ctg cac ccc ggc ttc tac gga age age egg 720 
Thr Pro Leu Phe Gly Thr Leu His Pro Gly Phe Tyr Gly Ser ser Arg 
225 230 235 240 

gag gee ttc acc tac gag cgc egg ccc cag tec cag gec tac ate ccc 768 
Glu Ala Phe Thr Tyr Glu Arg Arg Pro Gin Ser Gin Ala Tyr lie Pro 
245 250 255 

aag gac gag ggc gat ttc tac tac ctg ggg ggg ttc ttc ggg ggg teg 816 
Lys Asp Glu Gly Asp Phe Tyr Tyr Leu Gly Gly Phe Phe Gly Gly Ser 
260 265 270 

gtg caa gag gtg cag egg etc acc agg gec tgc cac cag gec atg atg 864 
val Gin Glu val Gin Arg Leu Thr Arg Ala Cys His Gin Ala Met Met 
275 280 285 

gtc gac cag gec aac ggc ate gag gee gtg tgg cac gac gag age cac 912 
val Asp Gin Ala Asn Gly lie Glu Ala Val Trp His Asp Glu Ser His 
290 295 300 
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ctg aac aag tac ctg ctg cgc cac aaa ccc acc aag gtq etc tec ccc 960 

Leu Asn Lys Tyr Leu Leu Arg His Lys Pro Thr Lys Vat Leu Ser Pro 
305 310 315 320 

gag tac ttg tgg gac cag cag ctg ctg gqc tgg ccc gec gtc ctg agg 1008 

Glu Tyr Leu Trp Asp Gin Gin Leu Leu Gly Trp Pro Ala Val Leu Arg 
325 330 335 

aag ctg agg ttc act gcg gtq ccc aag aac cac cag gcg gtc egg aac 1056 

Lys Leu Arg Phe Thr Ala Val Pro Lys Asn His Gin Ala Val Arg Asn 

340 345 350 

ccg tga 1062 
Pro 



<210> 


11 


<211> 


353 


<212> 


PRT 


<213> 


Homo 


<400> 


11 



Met Ala Glu val Leu Arg Thr Leu Ala Gly Lys Pro Lys Cys His Ala 
1 5 10 15 

Leu Arg Pro Met lie Leu Phe Leu lie Met Leu Val Leu Val Leu Phe 
20 25 30 

Gly Tyr Gly Val Leu Ser Pro Arg Ser Leu Met Pro Gly Ser Leu Glu 
35 40 45 

Arg Gly Phe Cys Met Ala Val Arg Glu Pro Asp His Leu Gin Arg Val 
50 55 60 

Ser Leu Pro Arg Met Val Tyr Pro Gin Pro Lys val Leu Thr Pro Trp 
65 70 75 80 

Lys Asp Val Leu val Val Thr Pro Trp Leu Ala Pro lie Val Trp Glu 
85 90 95 

Gly Thr Phe Asn lie Asp lie Leu Asn Glu Gin Phe Arg Leu Gin Asn 
100 105 110 

Thr Thr lie Gly Leu Thr val Phe Ala lie Lys Lys Tyr Val Ala Phe 
115 120 125 

Leu Lys Leu Phe Leu Glu Thr Ala Glu Lys His Phe Met Val Gly His 
130 135 140 
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Arg val His Tyr Tyr Val Phe Thr Asp Gin Leu Ala Ala Val Pro Arg 
145 150 155 160 

Val Thr Leu Gly Thr Gly Arg Gin Leu Ser Val Leu Glu Val Arg Ala 
165 170 175 

Tyr Lys Arg Trp Gin Asp val Ser Met Arg Arg Met Glu Met lie Ser 
180 185 190 

Asp Phe Cys Glu Arg Arg Phe Leu Ser Glu val Asp Tyr Leu Val Cys 
195 200 205 

Val Asp Val Asp Met Glu Phe Arg Asp His val Gly Val Glu lie Leu 
210 215 220 

Thr Pro Leu Phe Gly Thr Leu His Pro Gly Phe Tyr Gly Ser Ser Arg 
225 230 235 240 

Glu Ala Phe Thr Tyr Glu Arg Arg Pro Gin Ser Gin Ala Tyr lie Pro 
245 250 255 

Lys Asp Glu Gly Asp Phe Tyr Tyr Leu Gly Gly Phe Phe Gly Gly Ser 
260 265 270 

val Gin Glu val Gin Arg Leu Thr Arg Ala Cys His Gin Ala Met Met 
275 280 285 

Val Asp Gin Ala Asn Gly lie Glu Ala Val Trp His Asp Glu Ser His 
290 295 300 

Leu Asn Lys Tyr Leu Leu Arg His Lys Pro Thr Lys val Leu Ser Pro 
305 310 315 320 

Glu Tyr Leu Trp Asp Gin Gin Leu Leu Gly Trp Pro Ala Val Leu Arg 
325 330 335 

Lys Leu Arg Phe Thr Ala Val Pro Lys Asn His Gin Ala val Arg Asn 
340 345 350 



Pro 

<210> 12 
<211> 1065 
<212> DNA 
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<213> Homo sapiens 
<220> 

<221> CDS 

<222> (1) . . (1065) 

<223> 

<400> 12 

atg gcc gag gtq ttg egg acg ctg gec gqa aaa cca aaa tgc cac gca 

Met Ala Glu VaT Leu Arg Thr Leu Ala Gly Lys Pro Lys Cys His Ala 

1 5 10 15 



cgc gtq acg ctg gqg acc gqt egg cag ctg tea gtq ctg gag gtq gqc 
Arg VaT Thr Leu Gly Thr Gly Arg Gin Leu Ser VaT Leu Glu val Gly 
165 170 175 



48 



ctt cga cct atg ate ctt ttc eta ata atg ctt gtc ttg gtc ttg ttt 96 
Leu Arg Pro Met lie Leu Phe Leu lie Met Leu val Leu Val Leu Phe 
20 25 30 

gqt tac gqg gtc eta age ccc aga agt eta atg cca gqa age ctg gaa 144 
Gly Tyr Gly Val Leu Ser Pro Arg Ser Leu Met Pro Gly Ser Leu Glu 
35 40 45 

egg gqg ttc tgc atg get gtt agg gaa cct gac cat ctg cag cgc gtc 192 
Arg Gly Phe Cys Met Ala Val Arg Glu Pro Asp His Leu Gin Arg Val 
50 55 60 

teg ttg cca agg atg gtc tac ccc cag cca aag gtq ctg aca ccg tgt 240 
ser Leu Pro Arg Met val Tyr Pro Gin Pro Lys Val Leu Thr Pro Cys 
65 70 75 80 

agg aag gat gtc etc gtq gtq acc cct tgg ctg get ccc att gtc tgg 288 
Arg Lys Asp Val Leu Val Val Thr Pro Trp Leu Ala Pro lie Val Trp 
85 90 95 

gag gqc acg ttc aac ate gac ate etc aac gag cag ttc agg etc cag 336 
Glu Gly Thr Phe Asn lie Asp lie Leu Asn Glu Gin Phe Arg Leu Gin 
100 105 110 

aac acc acc att gqg tta act gtq ttt gcc ate aag aaa tac gtg get 384 
Asn Thr Thr lie Gly Leu Thr val Phe Ala lie Lys Lys Tyr VaT Ala 
115 120 125 

ttc ctg aag ctg ttc ctg gag acg gcg gag aag cac ttc atg gtq gqc 
Phe Leu Lys Leu Phe Leu Glu Thr Ala Glu Lys His Phe Met VaT GTy 
130 135 140 



432 



cac cgt gtc cac tac tat gtc ttc acc gac cag ccg gcc gcg gtq ccc 480 
His Arg Val His Tyr Tyr val Phe Thr Asp Gin Pro Ala Ala VaT Pro 
145 150 155 160 



528 



gcc tac aag cgc tgg cag gac gtq tec atg cgc cgc atg gag atg ate 576 
Ala Tyr Lys Arg Trp Gin Asp VaT Ser Met Arg Arg Met Glu Met lie 
180 185 " 190 
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agt gac ttc tgc gag egg cgc ttc etc age gag gtg gat tac ctg gtq 
Ser Asp Phe Cys Glu Arg Arg Phe Leu Ser Glu val Asp Tyr Leu val 
195 200 205 



atg gtc gac cag gec aac gqc ate gag gec gtq tgg cac gac gag age 
Met val Asp Gin Ala Asn Gly lie Glu Ala Val Trp His Asp Glu Ser 
290 295 300 



624 



tgc gtq gac gtq gac atg gag ttc cgc gac cat gtq gqc gtq gag ate 672 

Cys val Asp val Asp Met Glu Phe Arg Asp His val Gly val Glu lie 
210 215 220 

ctg act ccg ctg ttc gqc acc ctg cac ccc age ttc tac gqa age age 720 

Leu Thr Pro Leu Phe Gly Thr Leu His Pro Ser Phe Tyr Gly Ser Ser 

225 230 235 240 

egg gag gee ttc acc tac gag cgc egg ccc cag tec cag gec tac ate 768 

Arg Glu Ala Phe Thr Tyr Glu Arg Arg Pro Gin Ser Gin Ala Tyr He 

245 250 255 

ccc aag gac gag gqc gat ttc tac tac atg gqg gcg ttc ttc gqg gqg 816 

Pro Lys Asp Glu Gly Asp Phe Tyr Tyr Met Gly Ala Phe Phe Gly Gly 

260 265 270 

teg gtq caa gag gtq cag egg etc acc agg gee tgc cac cag gee atg 864 

Ser Val Gin Glu Val Gin Arg Leu Thr Arg Ala Cys His Gin Ala Met 

275 280 ** 285 



912 



cac ctg aac aag tac eta ctg cgc cac aaa ccc acc aag gtq etc tec 960 
His Leu Asn Lys Tyr Leu Leu Arg His Lys Pro Thr Lys Val Leu Ser 
305 310 ~ 315 320 

ccc gag tac ttg tgg gac cag cag ctg ctg gqc tgg ccc gec gtc ctg 1008 
Pro Glu Tyr Leu Trp Asp Gin Gin Leu Leu Gly Trp Pro Ala val Leu 
325 330 335 

agg aag ctg agg ttc act gcg gtq ccc aag aac cac cag gcg gtc egg 1056 
Arg Lys Leu Arg Phe Thr Ala Val Pro Lys Asn His Gin Ala Val Arg 
340 345 350 

aac ccg tga 1065 
Asn Pro 



<210> 13 

<211> 354 

<212> PRT 

<213> Homo sapiens 

<400> 13 

Met Ala Glu val Leu Arg Thr Leu Ala Gly Lys Pro Lys Cys His Ala 
1 5 10 15 



Leu Arg Pro Met lie Leu Phe Leu He Met Leu Val Leu Val Leu Phe 
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20 



096.006D - 
25 



SeqList.ST25.txt 
30 



Gly Tyr Gly val Leu ser Pro Arg ser Leu Met Pro Gly Ser Leu Glu 
35 40 45 



Arg Gly Phe Cys Met Ala val Arg Glu Pro Asp His Leu Gin Arg val 
50 55 60 



Ser Leu Pro Arg Met val Tyr Pro Gin Pro Lys val Leu Thr Pro Cys 
65 " 70 75 80 



Arg Lys Asp val Leu val val Thr Pro Trp Leu Ala Pro lie val Trp 
85 90 95 



Glu Gly Thr Phe Asn lie Asp lie Leu Asn Glu Gin Phe Arg Leu Gin 
100 105 110 



Asn Thr Thr lie Gly Leu Thr val Phe Ala lie Lys Lys Tyr Val Ala 
115 120 125 



Phe Leu Lys Leu Phe Leu Glu Thr Ala Glu Lys His Phe Met val Gly 
130 135 140 



His Arg val His Tyr Tyr val Phe Thr Asp Gin Pro Ala Ala val Pro 
145 150 155 160 



Arg val Thr Leu Gly Thr Gly Arg Gin Leu Ser val Leu Glu Val Gly 
165 ~ 170 175 



Ala Tyr Lys Arg Trp Gin Asp val Ser Met Arg Arg Met Glu Met lie 
180 185 190 



Ser Asp Phe Cys Glu Arg Arg Phe Leu ser Glu val Asp Tyr Leu val 
195 200 205 



Cys val Asp val Asp Met Glu Phe Arg Asp His val Gly val Glu lie 
210 215 220 



Leu Thr Pro Leu Phe Gly Thr Leu His Pro Ser Phe Tyr Gly Ser Ser 
225 230 235 240 



Arg Glu Ala Phe Thr Tyr Glu Arg Arg Pro Gin Ser Gin Ala Tyr lie 
245 250 255 



Pro Lys Asp Glu Gly Asp Phe Tyr Tyr Met Gly Ala Phe Phe Gly Gly 



260 



265 



270 
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Ser val Gin Glu Val Gin Arg Leu Thr Arg Ala Cys His Gin Ala Met 
275 280 285 

Met Val Asp Gin Ala Asn Gly lie Glu Ala val Trp His Asp Glu Ser 
290 295 300 

His Leu Asn Lys Tyr Leu Leu Arg His Lys Pro Thr Lys val Leu Ser 
305 310 ~ 315 * 320 

Pro Glu Tyr Leu Trp Asp Gin Gin Leu Leu Gly Trp Pro Ala val Leu 
325 330 335 

Arg Lys Leu Arg Phe Thr Ala val Pro Lys Asn His Gin Ala val Arg 
340 345 350 

Asn Pro 

<210> 14 

<211> 23 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Amplification Primer 
<220> 

<221> mi sc_feature 

<222> (1)..(23) 

<223> Amplification Primer 

<400> 14 

ggcctgtact acatttgcct gga 

<210> 15 

<211> 26 

<212> DNA 

<213> Artificial Sequence 



<220> 
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<223> Amplification Primer 
<220> 

<221> misc_feature 

<222> (1) . . (26) 

<223> Amplification Primer 

<400> 15 

gaaatagtgt caagtttcca tcacaa 

<210> 16 

<211> 55 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Amplification Primer 
<220> 

<221> mi sc_feature 

<222> (1)..(55) 

<223> Amplification Primer 

<400> 16 

cgatgtggct gcggagccac cggcaggtaa tcctgttgat gctgattgtc tcaac 

<210> 17 

<211> 50 

<212> PRT 

<213> Mus musculus 

<400> 17 

Met lie Thr Met Leu Gin Asp Leu His Val Asn Lys lie Ser Met Ser 
15 10 15 

Arg ser Lys Ser Glu Thr Ser Leu Pro Ser Ser Arg Ser Gly Ser Gin 
20 25 30 
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Glu Lys lie Met Asn Val Lys Gly Lys val lie Leu Leu Met Leu lie 
35 40 45 

Val Ser 
50 

<210> 18 
<211> 17 
<212> PRT 

<213> Artificial Sequence 



<220> 

<223> Chimera Mouse/Pig 
<400> 18 

Met Trp Leu Arg Ser His Arg Gin Val He Leu Leu Met Leu lie Val 
1 5 10 15 

Ser 

<210> 19 

<211> 17 

<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Chimera Mouse/Pig 

<400> 19 

Met Trp Leu Arg ser His Arg Gin val val Leu Ser Met Leu Leu val 
1 5 10 15 

Ser 



<210> 20 
<211> 15 
<212> PRT 
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<213> Sus scrofa 
<400> 20 

Met Asn val Lys Gly Arg val val Leu Ser Met Leu Leu val Ser 
1 5 10 15 



Page 28 



